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.pDG2: 

CTCAATCay«30CaTAOCAAAOGAOGflGa3^^ 
TCGOGAACTACrrwrTCXftGCTim^^ 
GCTCQGCCCTTOXSGCTG^ 
CrGQGGa»GATQCTARGCCCTaSXrPJma?rAOT 

XTTTClTWUUVTTOGCrTTAAATT^^ 

CGAGGrrGOOH'AAAGCACrAAATaSGaJmn^WW^^ 

GRftaGGaaGGGAAGftAAGCGAftRGGAGCXaSCX^ 

COOQCOQCGCTrAMGOGCCGCTAC^^ 

ACTTCAACSAACTXnCTA^ 
TOSI^OTACOGGGTTGGACTCAAGAOGAT^ 
ACAGCCCAGCTTGGAGOGAACGACCTACACOGARCXG^ 
AAGGGAGAAftGGCGGACAGGTA1XXXOTA«30^ 

AGTTi^SCIXavCTCAarrWSGCAOO^ 
A^MTTC^RCAGGAAACAGCTi^^ 

*o°Soooa»GAATTOT<^G;^ra 

T^^^^CTAGOGCCAAOOGGCTCXSn^^ 

^^OCCCOGCCUXSCAGCTOGCGXXXnxXaG^^ 

C^CGCTGftGOWrGGAWaMGgrRG^ 

CAATATGGGATOGGOCATTCAACAAGAIGGATT^^ 
'^^lOGGCACAACAGACA^^ 

*0C"3aXATTCGWXACCAAGC^ 
ATOOTCCTGAOOMM^^SSS^ 



^S^OSGCTGGOIOTaSa^GACa^ 

.TCTTCT^GQSGATOGAIO^ 
AftGTTTCTOCOT^ 

TTOGATATCAIAATTTAAACAAGOUyUVCCftRK 
TCrCTOGTGGGATCA l 'TGTTmViXJnx ^ AT^^ 
TAGOCTGAAGAAOGAGATCAGCAGCClXntjr^ 
C«»ftGCTGACTCTAC»aCT«3mX^^ 

tccgttGAGClx:g aogacacagga cacgeaaaTrAAITAAGGCX3gGCXX»r A ^^ 



TATTA 



TACOCAACTTAATOGOCrrGCAGCACA 

AATGGOGCT-rCXjCnXXaAATAAAOCOCXCrTOG G CUjU . I T^ ^ ^ ^ 
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1 


S* tgtgctcctctttggcttgcttccaa. . . 3' 
3' acacgagge^gaaaccgaacgaaggtt. . . 5' 


5' tgtgctcctctttggcttgcttccaa. . . 3' 
3' tt... S' 
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5' ctggttcttgtctggcttggcccaa... 3* 
3' gaccaagaacagaccgaaccgggtt. • . 5' 


S* ctggttcctgcctggcctggcccaa. . . 3' 

r tt...5' 
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5 ' ggtcctcgctctgtgtccgttgaa. . . 3 ' 
3' ccaggagcgagacacaggcaactt, . . S' 


5' ggtcctcgctctgtgtccgttgaa... 3' 
^' tt, . . 5' 
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5' tctgcgtgtcctgtgtc^tcgaa. . . 3* 
3' aaacgcacaggacacagcagctt. . . 5' 


5*. tttgcgtgtcctgtgtcgtcgaa. . . 3' 
3' tt... 5' 
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5' 


AAtgtgctcctctttggcttgcttCCGC 3 ' 


5' 


AA 


3' 

5'.. 




3* 


Ttacacgaggagateiaccgaacgaagg 5 ' 


3' 


Ttacacgaggagaaaccgaacgaagg 
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5' 


AActggttcttgtctggcttggcCOGC 3* 


5' 


AA 
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3' 


TtgaccaAgaacagaccgaaccggg 5' 


3' 


Ttgaccaagaacagaccgaaccggg 
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5' 


AAggtcctcgctctgtgtccgttGAGCT 3 ' 


5' 


AA 


■5' 


Ul 




3' 


T tccaggagcgagacacaggcaac 5 ' 


3' 


Ttccaggagcgagacacaggcaac 


S' 


fU 


4 


5' 


AAtttgcgtgtcctgtgtcgtcGAGCT 3' 


5' 


AA 


3' 


y 




3' 


Ttaaacgcacaggacacagcagc 5 ' 


3' 


Ttaaacgcacaggacacagcagc 
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Sequence (S' to 3M 



ATGACCGCTCAGGAAACCTGTTGCA 
ATAGGCATAGTAGGCCAGCTTGAGG 

tgtgctcctctttggcttgcttccAATTAACCCTCACTAAAGGGAACGAAT 
ctgg 1 1 c t tgt c tggc t tggcccaaTGCAACAGGTTTCCTGAGCGGTCAT 

gg t cc t cgc t c tg tg t: ccgt t gaaCCTCAAGCTGGCCT ACTATGCCTAT 
1 1 tgcg t g t cc t g t gt cgt cgaaCGACTAATACGACTCACTATAGGGCG 

GCCAATGGACTCTTAGTTTTGGAAC 
GTTCTGGCAAACAAATTCGGCGCAC 

tgtgc t cc tct t tggc t tgct tec AATTAACCCTCACTAAAGGGAACGAAT 
C tggt t ct tgtctggct tggcccaaGTTCCAfAACTAAGAGTCCATTGGC 

ggtcctcgctctgtgtCCgttgaaGTGCGCCGAATTTGTTTGCCAGAAC 

GAACCTTGGTGTGCCAAGTTACTTC 
GAACTTTGGCTGAACCCCTTGTTCT 

tgtgc t cct ctt tggc t tgcg t tgaaCGACTAATACGACTCACTATAGOGCG 
c tggt tct tgtc tggc t tggcccaaGAAGTAACTTGGCACACCAAGGTTC 

ggt cct cgc t c tgt g t c eg t tgaAGAACAAGGGGTTCAGCCAAAGTTC 
1 1 tgcg tgt cc tgtgtcgtcgAATTAACCCTCACTAAAGGGAACGAAT 

ATGCCGGATCTCCTACTACTGGGCC 
TGTCATAGTAGACAGCGATGGAACG 

GAOU^GAACCAGTTGACGTCAAGCrrCCCGGGACGCGTGCTAGCGGCGCGCCG 
ctggttcttgtctggcttggcccaaGGCCCAGTAGTAGGAGATCCGGCAT 

ggtcc t cgc tc tg tgt ccgt tgaaCGTTCCATCGCTGTCTACTATGACA 

ctggttcttgtctggcttggcccaaJ^AAGCCGACAGCCACGCTCACAAGC 
ggtcctcgctCtgtgtccgttgaaGCCCAATGCCACAGAGACAGAATGT 

c tggt t ct tgt c tggc t tggcccaaGTTGGATCCTCTCCAAGGCCCCATCT 
ggtcctcgctCtgtgtccgttgaaCTCCAGTGCCXSAGTGTGTQGGGACAG 
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